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Windows or Linux?

2 > - T BIERYS:  Centos 6.7 64

SYERG: Windows 10 E W ER 6447 ( DirectX 12
jzlfg;% ~ ﬁ%;‘?{wéore ?ggo @ﬁg ;Ogﬁ; |7—f|7|‘2) A IR A% AMD theron(TM? Processor 6274
W% 8GB (/714 DDRA 2133MHz ) 2.2GHz 8#% ~64M AL
TRESE 7R DTOLACAL00 (1 TB/ 7200 #/4 ) Kk 1.092Tb

FHER 56Th

~7000RMB ~160000RMB




Windows or Linux?

8 A 2 S G
COVER Photograph of the Honghe Hani rice
terraces in Yunnan Province, China. In this
issue, two separate research groups report

draft sequences of two strains of rice—
japonica and indica. In addition, the Editorial,

News Focus, Letters, and Perspectives
highlight the significance of the rice genome
to the world's population. 79, 92 [Image:
Liwen Ma and Baoxing Qiu, Beijing Genomics

Institute]

KFE IR ZH K /N: ~400Mb

FIH~200x F: K H AN fFr%dE (SoapDonovo2,
60 threads) FATHIEHHEERIRE]): ~2000 CPU
hours, 33.3 h

Fr# WAF: ~200Gb

) FH~100xZE K 2H =AM e &#fs  (Canu, 60 threads
) AT PN E] N : ~3000 CPU hours, 50 h
T NAF: ~150Gb

~15x3k R 4H AR E N P 24 (Bowtie2, 8 thread) bt xif
Pl FL K FHIE AN ~20 CPU hours 2.5 h

Genomic variation associated with local adaptation
of weedy rice during de-domestication. 2017
Nature communication

~18.2x 155 weedy and 76 locally cultivated rice
accessions 231*20=4620 CPU hours
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B pSITERITIRE-putty

_ .
‘ Category: , _
(=) Session ‘ Basic options for your PuTTY session
L TE" ' Fog?ing Specify the destination you want to connect to
erml énal ard Host Name (or IP address) Port
. . Bel 1. HAME\BRSS=]IPibLE 2
. - Features Connection type: 2. WHS22
&= Window @O Raw () Telnet ©) Rlogin @ SSH () Serial
| Beha::?rce Load, save or delete a stored session
- Translation Saved Sessions . .
P 3. S RERTEEBNSEER
- Colours Default Settings - Load
= Connection 5 )‘-—'TSAVE{%#A%;I
~ W =
S UERBLE s
5 aJ AR5 =8
- Rlogin -
@)- SSH
- Serial Close window on exit:
() Aways () Never (@ Onlyon clean exit
5. rRopeni&EiZiRsSaE

[

Open || Cancel |
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¥shell 5 (Build 1339)
Copyright (c) 2002-2017 NetSarang Computer, Inc. ALl rights reserve

Type "help® to learn how to use Xshell prompt.
[e:\-15 11
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BRI A Xftp

' Research - Xftp 5 (Free for Home/Schoal) - b
EKM(FJ HB(E) FE(V) &L IEM &OW) =EH)

el = - 8P e .

FHlEnribit - RAPs
- = \Research V|'_] o)

£ Fuh E=E fEETE Q

" =
(@ 21AA_UCsxon_LCintron folded 2KB TXT i 2018/6/29, 19:53
420180608 _JiQi ppix 2729M8  Microsoft Po..  2018/6/8, 13:00
[ product zju.mpd 402.18MB  SEECTHmpd)  2018/5/22, 9:38
[ ESE  FA TR 4min .mpd 25807MB R (mpd)  2018/5/21, 22:24
@indexphp IIKB PHP ZH 2018/5/11, 20:11

EC iz 2018/9/26, 16:59

FgEpPT Sk 2018/9/25, 20:45

brassica_napus iz 2018/9/25, 20:29

moss Tk 2018/9/22, 9:20

=4 itz 2018/9/14, 18:37

Striga_gesneriodes Tk 2018/9/14, 18:37

PEERLE e 2018/9/5, 11:33

Chu Ttz 2018/8/15, 19:55

Rice_relative_wild_database pt 2018/8/15, 18:18

weedy rice itz 2018/8/15, 11:32

Gu_database Tk 2018/6/7, 14:43

HETEE gz 2018/5/15, 11:03

paper iz 2018/5/2, 12:08

2xc_keep e 2018/4/4, 19:22

donggua = 2018/1/30, 15:32

PeircBase Tk 2017712421, 18:23

THETIRIURRE PPT itz 201712410, 16:48

Tobaceo Tk 2017/12/8, 20:41

twe_phenotype bean gz 2017/12/8, 20:40

1R 730 it INTIOME RN h
E=t W HE Fuh FHIEEE =-> TEEE EE EiEs  SdaE

https://www.netsarang.com/download/main.html
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[antélncalhngt ~]#
[root@localhost ~]#
.q_

[root@localhost ~]#
Cpu cores q

% bzl

cat /proc/cpuinfo|grep "processor” |[wc -1

cat /proc/cpuinfo|grep "physical 1d" |sort|unig|wc -1

cat /proc/cpuinfo|grep "cpu cores" |unig

[root@localhost ~1# free

Mem :

Swap:
[root@localhos
Mem : 2
5wdp

total
251

-

it ~1# free

tﬂtdl

[root@localhost —]# free —g

Mem :
Swap:

total
251

-

2

0

[root@localhost ~]# free -h

Mem :
SWEP:

total
251G
4.0G

used
2.1G
oB

shared
5]

shared
10736

shared
5]

shared
18M

buffscache
5]

buff/cache
Q50424

buffscache
5]

buff/cache
936M

available
248

d.dlldble

available
248

avallable
2486




SEEARIE— WAIRLinux

—_— ;}Ei :sz:lu::
— 27 A
[root@localhost
NAME MAJ:
sda 8:
I:sdal 8:
sda2 8:
cl-root 253:
Ecl—suap 253:
cl-home 253:
[root@localhost
Fillesystem
fdev/mapper/cl-root
devtmpfs
tmpfs
tmpfs

5 1R
~J# 1sblk
MIN RM

8 disk
0 part /bo
0 part

e lwm /

0 Twm

B
0
B
0
B
0

1.87
1G
1.87
306
4G
1.87

1# df

1K-blocks Used
52403200 21834620
131934768 5]
131584380 144
131984380 9304
131584380 a

ot

SIZE RO TYPE MOUNTPOINT

[SWAP]
g lwm /home

Available Use% Mounted on
360568580 42% /
131934768 0% /dev
131584236 1% /dev/shm
131975076 1% /run
131984380 0%

tmpfs /sys/fs/cgroup
/boot
/home

Jrunfuser/e

/dev/sdal 1038336 278508
fdev/mapper/cl-home 1894514876 835464800
tmpfs 26396880 16
[root@localhost ~J# df -h

759428 27%
1059050076  45%
26396864 1%

Filesystem
fdev/mapper/cl-root
devimpfs

tmpfs

tmpfs

tmpfs

fdev/sdal

/dev/mapper/cl-home

tmpfs

1014M

Avail Us
306 4
1266
1266
12606
126G
742M 2

1010G 4
266G

Used
21G
2]
144K
9.1M
5]
273M
797G
16K

Size

506G
126G
126G
12606
126G

1.87
266

e%
2%
0%
1%
1%
0%
7%
5%
1%

Mounted on

/

Jdev

Jdev/shm

Jrun
/sys/Ts/cgroup
/boot

/home
frunfuser/e

0. BRSS=rpRIERGRER

[root@localhost ~]# cat /etc/centos-release
Cent0S Linux release 7.3.1611 (Core)
[root@localhost ~]# uname -r
3.10.0-862.11.6.el7.x86 64
[root@localhost ~]# getconf LONG BIT
Gd
[root@localhost ~1# |
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B EHLinuxiR{EdS

ERHERIATES 4K IRR: pwd
ERHEBIATE S SRS s
AN =11p4 = A N [V

ISz cd UMLK

glEEsTiEsE . mkdir TSR

BBRSZESZ . rmdir LR
BENAIHFATE: cat,less,more {45
RIEECE S vi BoEX 4R
BoEEEGENE: mv HIENEE BirsES
IGUE SRS RYSEEEME . mdSsum ER
BEmSHYICRE: hIStOI‘y

BT touch
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Basic Local Alighment Search Tool
BLAST finds regions of similarity between biological sequences. The program

compares nucleotide or protein sequences to sequence databases and
calculates the statistical significance. Learn more

Web BLAST

BLAST Genomes

HTTPS and BLAST API calls

wnwEmMmMZ

BLAST API calls must use HTTPS by November 9, 2016.

Wed, 26 Oct 2016 18:00:00 EST More BLAST news.

[ oo
[==]

Human Mouse Rat

Standalone and APl BLAST

._ Download BLAST
L] GetBLAST databases and executables

B Use BLAST API
mm Call BLAST from your application

Microbes

Use BLAST in the cloud
Start an instance at a cloud provider

https://blast.ncbi.nim.nih.gov/Blast.cqgi

BLAST

Basic Local Alignment Search
Tool.

Finds regions of local similarity
between biological sequences.

11

BLAST Link (BLink)

BLAST Microbial Genomes
BLAST RefSeqGene
COBALT

Conserved Domain Search Service
(CD Search)

Electronic PCR (e-PCR)

Gene Expression Omnibus (GEO)
BLAST

Genome BLAST

Open Reading Frame Finder (ORF
Finder)

Primer-BLAST
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[root@201 Alignment |# wget

https://ftp.ncbi.nlm.nih.gov/blast/executables/blast+/LATEST/ncbi

-blast-2.7.1+-x64-1linux.tar.gz

[root@201 Alignment]# tar zxvf ncbi-blast-2.7.1+-x64-linux.tar.gz

&& cd ncbi-blast-2.7.1+

[root@201 ncbi-blast-2.7.1+]# vi /etc/profile.d/apps_blast+271.sh

BLAST271=/PATH/ncbi-blast-2.7.1+/bin

export PATH=$PATH:BLAST271

##> N

[m1f@201 ncbi-blast-2.7.1+]# vi ~/.bashrc
BLAST271=/PATH/ncbi-blast-2.7.1+/bin

export PATH=$PATH:BLAST271

[m1f@201 ncbi-blast-2.7.1+]# source ~/.bashrc
[root@201 ncbi-blast-2.7.1+]# source
/etc/profile.d/apps_blast+271.sh

[root@201 ncbi-blast-2.7.1+]# blastn -version
blastn: 2.7.1+

Package: blast 2.7.1, build Dec 10 2013 14:41:40
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B ={TBLAST+

¥ Ak K
makeblastdb -in db.fasta -dbtype prot -parse seqids -out dbname
ﬁﬁiiﬁfﬂ% :
-in: FEREAALBI TS S HFvsrgds
-dbtype: #HEFEZEAR, protalinucl
-out: HHEAEH

HEEFH T EAHHEFE (blastp)
blastp -query seq.fasta -out seqg.blast -db dbname -outfmt 6 -

W 00 ~N O v b w N =

evalue le-5 -num_descriptions 10 -num_threads 8
10
11 Pkt
12 blastp: &
13 blastx:
14 blastn: #%
15 tblastn: H&H
16 tblastx: MR

F P55 & LR
BT Z1 %t 2 1 FER ELRT
B2 51 X A% R e A LR
R P EE X
%R AT R A O LU

N

hsg:
bsg:

H W
N
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19
20
21
22

23
24
25
26
27
28
29
30
31
32
33
34
35
36
37

-query:

BN SCIRBR 12 S U4

-out: HHiSCHFER1E O

-db: F& AL T HIEHRE R R AT S PR 44
-evalue: WEHiHZE RMe-valuefl, (#1%%)HHEH (Expectation value), E
EARANGITRIE, 10, =RHosEE R B TREPLRAME =4 i UL ACES RA
KF10, At NS AT 4. |

-num_alignments <Integer, »>=8> : E/ZiREE

Number of database sequences to show alignments for
Default = "25@'
-num_threads: Zf2%{
-outfmt: Fil RIS, BAEA12ME R, w6, tabularirlE
-outfmt <String>

alignment view options:

0

N o BAowop R

pairwise,

guery-anchored showing identities,
guery-anchored no identities,

flat query-anchored, show identities,
flat query-anchored, no identities,
XML Blast output,

tabular,

tabular with comment lines,



HBIREZ LinuxMPETEBRERESER (LIBLASTAH])

B BLAST+&EREEH

i RELAE e RiRER

MERESALE
query& subjecti identity FLitdcE  sBFLH TS quervh AR quervEb FTEE LF MR subjectHb ITIRAR AT subjectbh 3 (P4 HRER{E  thAES
queryl sub24 91.11 45 3 1 198 241 02208 o022562 2. T0E-0& G0, 05
queryl subZl 98, 68 151 2 0 932 BE2 1360665 1360515 1. 00E-76 284
queryl sub2l 86.17 94 12 1 198 290 479232 479139 4, 80E-14 T7H, BZ
queryl subZl 87. 04 54 7 0 238 291 1297867 1297920 £. 90E-07 52,03
qUETVE sub2l 99, 44 392 3 2 28 918 1351055 1360165 0 1713. 2
qUeryZ subZl 87. 58 153 17 1 343 495 1358110 1357360 2. 10E-35 147.2
qUETVE sub2l 24,11 107 16 1 699 2805 1306723 13068618 4, 00E-1Z 69, 88
qUeryZ sub2l 89. 58 43 3 0 o139 S66 1305968 1305921 6. O0E-08 56
qUETVE subld 88, 24 153 16 1 343 495 145402 145252 8. T0E-38 164.1
qUeryZ suh24 88. 08 151 16 1 345 495 S6T7561 SETT09 1. 40E-36 151.2
query2 subZ4 87.8 123 14 1 [af=]] 208 563341 53220 1.90E-26 117.5

A4 Bk 67

6 = tabular




